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INTRODUCTION

Cheeses with Geographical Indication owe their popularity to the complex organoleptic profile developed by the traditional cheesemaking technology applied, in addition to the activity of autochthonous microorganisms
important for the ripening process!. This microbial component arise from the farm and dairy environment and reach the cheese through the raw milk?, and it is called non-starter to be differentiated from the starter one
which is instead intentionally added in the form of a culture. In the last decades, the improvement of the hygienic milking and cheesemaking conditions has resulted in the depletion of useful non-starter lactic acid bacteria
(LAB) microbiota. This diminishing biodiversity resulted in the production of cheeses with less flavour in the industrial setting.

<@’) To develop a practical tool for introducing a culture rich in autochthonous microorganisms to traditional cheese, we investigated the production of an enriched raw milk whey culture (eRWC), an artisanal adjunct produced
from mixing an enriched raw milk with a natural whey culture (NWC). The optimization of such a tool could be an alternative to the practice of isolating, geno-pheno-typing, and formulating mixed-defined-strain adjunct
cultures that require knowledge and facilities not always available for artisanal cheese makers.

CULTURE DESIGN
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Fig. 1. Natural adjunct culture production flow chart: (A) natural whey culture; (B) raw milk enrichment step and final
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